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Zero pBoLn-Blunt PigZEE &
Zero pBoLn-Blunt Quick Ligation Kit
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AL 20 ¥R (170801) 40 ¥ (170802)
pBoLn-Blunt Vector(40ng/ul) 20 pl 40 pl
1K bp Control (40ng/ul> 5ul 5ul
2 x Quick Ligation Buffer 100 pl 200 pl
T4 DNA ligase, 5U/ul 20 pl 40 pl
pBoLn-Blunt
Forward Sequencing Primer (10M) 100 200 pl
pBoLn-Blunt

100 ul 200 pl

Reverse Sequencing Primer (10piM)
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1) EAERUER) 10 pl 3EH X NARRF, A 1 ul 40ng pBoLn-Blunt #44. X ul PCR
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Forward sequencing primer, 23-mer | 5’-CGACTCACTATAGGGAGAGCGGC-3’

Reverse sequencing primer, 24-mer | 5’-AAGAACATCGATTTTCCATGGCAG-3’
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forward sequencing primer, 23-mer
__Eco52l

T7 transcription start
T7 promoter — = Notl Bgll _ __ Kpn2i
5’ GGCGT&MCG&C!CMAMGWAGAGCGGCCGCCWTCTTCCGGITG

37 CCG CAT TAT GCT GAG TGA TAT ccC TcT CGC CGG CGG TCT AGA AGG CCT AC
Ala Tyr Tyr Ser Glu Ser Tyr Pro Ser Arg Gly Gly Ser Arg Gly Ser Pro

___Xhol
PspXi - " Xbal Bglll
G CTC GAG TTT TTC AGC AAG ATH "L HA TCT TTC TAG AAG ATC TCC
C GAG CTC AAA AAG TCG TTC TAjlgid 1 [TdT AGA AAG ATC TTC TAG AGG

Gu Lleu Lys Glu Ala Leu Arg Glu Leu Leu Asp Gly
Btgl
Eco1301
Neol Bsul5l 422

TAC AAT ATT CTC AGC TGC CAT GGA AAA TCG ATG TTC TTC T 3’
ATG TTA TAA GAG TCG ACG GTA CCT TTT AGC TAC AAG AAG A 5’
Val lle Asn Glu Ala Ala Met Ser Phe Arg His Glu Glu

reverse sequencing primer, 24-mer




